Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.002 Å; R factor = 0.036; wR factor = 0.100; data-to-parameter ratio = 13.2.
In the title compound, C 14 H 13 NO, the two rings show significant deviation from coplanarity, with a dihedral angle between the two planes of 49.40 (5) . The hydroxy group is involved in an intermolecular O-HÁ Á ÁN hydrogen bond, forming an extended one-dimensional zigzag chain along (001).
Related literature
For the applications of Schiff bases, see: Qian & Cui (2009) . For related structures, see: Burgess et al. (1999) ; Kaitner & Pavlovic (1995) ; Li (2010); Li et al. (2008) ; Yeap et al. (1993); Zhang (2010) . For bond geometry, see: Allen et al. (1987) .
Experimental
Crystal data C 14 H 13 NO M r = 211.25 Orthorhombic, Pbcn a = 21.618 (1) Å b = 11.0561 (6) Å c = 9.3318 (5) Å V = 2230.4 (2) Å 3 Z = 8 Mo K radiation = 0.08 mm À1 T = 296 K 0.30 Â 0.20 Â 0.20 mm
Data collection
Bruker Kappa APEXII CCD diffractometer Absorption correction: multi-scan (SADABS; Bruker, 1999) T min = 0.977, T max = 0.984 11344 measured reflections 1961 independent reflections 1559 reflections with I > 2(I) R int = 0.028 Refinement R[F 2 > 2(F 2 )] = 0.036 wR(F 2 ) = 0.100 S = 1.08 1961 reflections 148 parameters H-atom parameters constrained Á max = 0.19 e Å À3 Á min = À0.14 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Symmetry code: (i) Àx þ 3 2 ; Ày þ 1 2 ; z À 1 2 .
Data collection: APEX2 (Bruker, 2004); cell refinement: APEX2 and SAINT (Bruker, 2004); data reduction: SAINT and XPREP (Bruker, 2004); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 (Farrugia, 1997); software used to prepare material for publication: PLATON (Spek, 2009). LJ thanks the Sophisticated Analytical Instrument Facility, IIT Madras, Chennai, for the single-crystal X-ray data collection. supplementary materials Acta Cryst. (2012) . E68, o897 [doi:10.1107/S1600536812007635] [Zhang, 2010] . The C9-C8 and N1-C5 bond distances [1.451 (2) and 1.4221 (19) Å] confirm π-electron delocalization between the benzene rings, and the molecule can be regarded as a partially delocalized π-electron system as observed in related structures (Yeap et al., 1993; Kaitner & Pavlovic, 1995) . In benzylideneaniline, where the phenyl ring has no substituents, the aromatic C-(Csp 2 ), (Csp 2 ) ═N and N-C ar bond lengths of the azomethine portion are 1.496 (3), 1.237 (3) and 1.460 (3) Å, respectively (Kaitner & Pavlovic, 1995) . If the terminal phenyl rings of benzylideneaniline have different substituents, the general pattern of two long and one short bond distance is not preserved.
4-[(E)-(4-Methylphenyl
Contrary to this, the shortening of N-C ar and aromatic C-(Csp 2 ) [1.4221 (19) Å and 1.451 (2) Å. respectively] and the lengthening of N═(Csp 2 ) [1.279 (2) Å] is observed in (I) and in similar structures (Yeap et al., 1993; Kaitner & Pavlovic, 1995) . In (I), the two longer bonds are also shortened, while the shorter bond has lengthened, compared to the parent compound. The C2-C1 bond distance of 1.504 (2) Å is in good agreement with the aromatic C-(Csp 3 ) bond lengths.
Using a 3σ criterion, the lengths of O1-C12 [1.3496 (18) Å] is the same and fall into the range for the O-C ar bond type. The crystal structure is stabilized by intermolecular hydroxy O-H···N hydrogen bonds (Table 1) linking the molecules into infinite one-dimensional chains extending along the c axis of the unit cell (Fig. 2) .
Experimental
The title compound (I) was prepared by mixing equimolar quantities (10 mmol) of 4-hydroxybenzaldehyde and 4-methylaniline in ethanol (40 ml). The reaction mixture was refluxed for about 6 h and the resulting solution was allowed to slowly evaporate at room temperature. After three days colourless single crystals of the title compound, suitable for X-ray structure analysis were obtained.
Refinement
All of the H atoms were positioned geometrically and treated as riding on their parent atoms, with O-H = 0.88 Å, C-H = 0.93 Å (aromatic) or 0.96 Å (methyl), and refined using a riding model with U iso (H) = 1.2U eq (O or aromatic C) or 1.5U eq (methyl C). Table 1 . Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Computing details

4-[(E)-(4-Methylphenyl)iminomethyl]phenol
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq C1 0.98404 (9) −0.3138 (2) 0.5166 (2) 0.0696 (6) (6) 0.0036 (7) 0.0037 (6) C6 0.0498 (9) 0.0379 (9) 0.0398 (9) 0.0047 (7) −0.0027 (7) −0.0021 (7) C7 0.0541 (10) 0.0376 (9) 0.0535 (11) 0.0108 (8) 0.0018 (9) 0.0014 (8) C8 0.0428 (8) 0.0282 (8) 0.0382 (9) 0.0015 (6) 0.0069 (7) 0.0025 (6) C9 0.0389 (8) 0.0289 (7) 0.0350 (8) 0.0042 (6) 0.0044 (7) −0.0007 (6) C10 0.0367 (8) 0.0317 (8) 0.0360 (9) −0.0007 (6) 0.0015 (7) −0.0011 (6) C11 0.0424 (8) 0.0260 (7) 0.0365 (9) −0.0006 (6) 0.0034 (7) 0.0015 (6) C12 0.0387 (8) 0.0301 (8) 0.0345 (9) 0.0066 (6) 0.0013 (7) −0.0032 (6) C13 0.0361 (8) 0.0322 (8) 0.0536 (11) −0.0024 (7) −0.0016 (8) 0.0000 (7) C14 0.0424 (9) 0.0278 (8) 0.0503 (10) −0.0011 (6) 0.0041 (8) 0.0045 (7) N1 0.0403 (7) 0.0316 (7) 0.0332 (7) 0.0040 (5) 0.0017 (6) 0.0007 (5) O1 0.0480 (7) 0.0368 (6) 0.0522 (7) −0.0011 (5) −0.0115 (6) 0.0080 (5) Geometric parameters (Å, º) C1-C2 1.504 (2) C8-N1 1.279 (2) C1-H1A 0.9600 C8-C9 1.451 (2) C1-H1B 0.9600 C8-H8 0.9300 C1-H1C 0.9600 C9-C14 1.394 (2) C2-C7 1.382 (2) C9-C10 1.396 (2) C2-C3 1.383 (2) C10-C11 1.375 (2) C3-C4 1.381 (2) C10-H10 0.9300 C3-H3 0.9300 C11-C12 1.386 (2) 
